Additional Information

Chapter 4.1 and 4.3

Ward´s method (incremental sum of squares) (pp. 48, 68)

step k:

Within sum of squares WSS(k)



Select those two clusters that result in a minimal increase DeltaWSS(k)

step k+1:
Within sum of squares WSS(k+1)

Truncate the dendrogram (ALMO) or using the graphical module of CLUSTAN (p. 76)

Minimum=   8.3, Maximum=  98.6

         16 ───────┐

         15 ───────┴────────┐

         82 ──┐             │

         12 ──┤             │

         11 ──┴──┐          │

         14 ───┐ │          │

          1 ───┴─┴──────────┴───────────────────────────────────────────┐

         37 ─┐                                                          │

         13 ─┴───────────┐                                              │

         47 ──┐          │                                              │

         52 ┐ │          │                                              │

          9 ┴─┴────┐     │                                              │

          6 ───┐   │     │                                              │

          3 ───┴───┴─────┴────────────────────────┐                     │

         34 ───────────┐                          │                     │

         44 ───────┐   │                          │                     │

         22 ─┐     │   │                          │                     │

         20 ─┴─────┴───┴───┐                      │                     │

         23 ────┐          │                      │                     │

         46 ─┐  │          │                      │                     │

          5 ─┴──┴───┐      │                      │                     │

         49 ─────┐  │      │                      │                     │

         42 ┐    │  │      │                      │                     │

          4 ┴────┴──┴──────┴────────┐             │                     │

         30 ┐                       │             │                     │

         29 ┴────────┐              │             │                     │

         33 ───┐     │              │             │                     │

         32 ───┴─┐   │              │             │                     │

         19 ─────┴─┐ │              │             │                     │

         18 ──┐    │ │              │             │                     │

          2 ──┴────┴─┴──────────────┴─────────────┴─────────────────────┘
CLUSTAN
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Note:

ALMO and CLUSTAN compute identical results. The results differ from SPSS. Reason: SPSS treats ties in an unpredictable way!

Chapter 4.4

Rand index for the example


Cluster 1
Cluster 2
Cluster 3

single
{v39.03, v39.05, v39.02, v39.07}
{v39.01, v39.08}
{v39.04, v39.06}

complete
{v39.03, v39.05}
{v39.01, v39.08, V39.02, V39.07}
{v39.04, v39.06}

baverage
{v39.03, v39.05}
{v39.01, v39.08}
{ V39.02, V39.07. V39.04, v39.06}

Results of BAVERAGE by COMPLETE


COMPLETE



BAVERAGE
1
2
3
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Rand index = 0.714; adjusted Rand index = 0.444 (using the syntax in the appendix)

or ALMO!

************************************************************************

Rand-Indizes zur Stabilitaetspruefung der Clusterloesungen

          Phi-Koeffizient       Weighted-Average

            Phi-Koeffizient       Complete-Linkage

                                                    Cluster=  4   1.000

                                                    Cluster=  3   0.714

------------------------------------------------------------------------

          Phi-Koeffizient       Weighted-Average

            Phi-Koeffizient         Single-Linkage

                                                    Cluster=  4   1.000

                                                    Cluster=  3   0.714

------------------------------------------------------------------------

          Phi-Koeffizient       Complete-Linkage

            Phi-Koeffizient         Single-Linkage

                                                    Cluster=  4   1.000

                                                    Cluster=  3   0.714

------------------------------------------------------------------------

Aggregierte Randindizes fuer (Un)Aehnlichkeitsmasse:

----------------------------------------------------

                             (Un)Aehnlichkeitsmass   Rand-Index

                                   Phi-Koeffizient        0.857

Aggregierte Randindizes fuer Modelle:

-------------------------------------

                                            Modell   Rand-Index

                                  Weighted-Average        0.857

                                  Complete-Linkage        0.857

                                    Single-Linkage        0.857

Aggregierte Randindizes fuer Clusterzahl:

-----------------------------------------

                                       Clusterzahl   Rand-Index

                                   Clusterzahl=  4        1.000

                                   Clusterzahl=  3        0.714
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